Supplementary table 1

[image: image1.wmf]SNPid

Type

alleles

1

rs796860

*

Chr1

181791477

UTR 3

C/A

2/1

19/18

79/81

2/1

20/17

78/82

2/1

17/21

81/78

rs699244

Chr1

181792074

intron

T/G

f

rs789180

Chr1

181792242

intron

f

rs789181

Chr1

181792960

intron

G/A

2/1

19/18

79/81

2/1

20/16

78/83

3/1

15/22

81/78

rs789183

Chr1

181793880

intron

C/T

mm

rs13306575

Chr1

181799059

W395R

C/T

mm

rs11811630

*

Chr1

181800532

intron

T/C

22/22

48/51

30/27

22/22

47/52

31/26

21/21

51/49

28/30

rs4652813

Chr1

181801166

intron

C/G

f

rs2296164

*

Chr1

181801557

intron

T/C

22/22

48/50

30/28

23/23

47/51

30/26

21/21

51/48

28/31

rs13306581

Chr1

181802980

M279T

C/T

mm

rs2236384

*

Chr1

181804481

intron

C/G

22/22

48/50

30/28

23/23

47/51

30/27

21/21

52/48

28/31

rs2236385

*

Chr1

181804647

intron

G/A

22/22

48/50

30/28

23/23

47/51

30/26

21/21

51/48

28/31

rs3843293

Chr1

181806071

intron

T/G

21/22

48/51

31/27

22/23

47/52

30/25

21/21

48/49

31/30

rs6667363

Chr1

181807720

intron

C/T

f

rs2274064*

Chr1

181809009

R181K

C/T

22/21

48/51

30/28

23/22

47/51

30/27

21/20

52/49

27/31

rs3818364

Chr1

181809369

intron

T/G

22/23

47/50

31/26

22/24

47/52

31/25

22/22

47/47

31/31

rs699242

Chr1

181813095

intron

C/T

4/4

33/30

63/67

4/4

34/29

62/67

4/3

33/31

63/66

rs10797888

Chr1

181813654

intron

C/T

1/1

18/17

81/82

1/1

17/17

82/82

2/1

21/17

77/82

rs3845466

Chr1

181818382

intron

G/A

1/1

19/17

80/82

2/1

17/18

81/81

0.3/1

22/14

78/86

rs699240

Chr1

181821071

intron

C/T

18/20

48/46

33/34

18/20

49/48

33/32

21/20

45/40

34/39

rs789192

Chr1

181822913

intron

G/A

19/20

48/47

33/33

18/20

49/49

33/31

21/20

46/43

33/37

rs2274065

Chr1

181826326

UTR 5

C/A

0.4/1

12/13

87/86

0.4/0.2

12/14

88/85

0.3/1

13/11

87/88

rs4821544

Chr22

35588448

intron

C/T

7/7

40/40

53/53

6/7

40/40

54/52

8/8

41/38

52/54

rs760517

Chr22

35588931

intron

T/C

13/12

46/48

41/40

13/12

44/48

42/40

14/13

49/48

37/39

rs746713

Chr22

35589304

intron

G/A

10/11

44/43

45/47

9/11

45/43

46/43

13/10

43/42

44/48

rs13057803

Chr22

35590085

T29I

C/T

mm

rs909484

Chr22

35590546

intron

A/G

3/3

24/25

73/72

3/3

25/24

72/73

3/3

22/29

75/69

rs1003501

Chr22

35592887

intron

C/T

mm

rs760519

*

Chr22

35593651

intron

C/T

3/3

25/26

72/71

3/3

25/25

72/72

3/3

25/29

72/68

rs729749

*

Chr22

35593791

intron

T/C

4/4

28/32

68/64

4/4

29/31

67/65

5/4

26/40

69/57

rs17811059

Chr22

35594775

intron

0.5/0.5

13/12

86/87

0,4/1

13/14

86/85

1/0

12/9

90/91

rs2284027

*

Chr22

35595024

intron

G/C

3/4

26/28

71/69

3/4

26/27

71/70

4/3

25/32

72/65

rs12158689

Chr22

35596063

intron

A/G

mm

rs2075938

Chr22

35596267

intron

A/G

f

rs9610595

Chr22

35596412

N118S

A/G

mm

rs2072706

Chr22

35596924

intron

A/G

mm

rs2072708

Chr22

35597712

intron

A/G

6/6

35/35

59/59

6/6

36/34

58/60

5/7

33/37

61/57

rs2072711

Chr22

35598500

intron

A/G

mm

rs3827352

Chr22

35599123

intron

A/G

5/5

34/36

61/59

6/5

35/34

60/60

5/6

31/39

64/55

rs3788523

Chr22

35599452

intron

T/C

9/8

38/41

53/52

9/8

39/39

52/53

9/7

37/46

54/46

rs3788524

*

Chr22

35599501

intron

C/T

HWD

5/6

22/23

73/71

5/6

22/23

73/72

5/6

23/25

73/69

rs738148

Chr22

35600447

intron

A/G

9/8

38/40

53/52

9/8

39/38

51/54

8/7

36/47

56/46

rs2075939

Chr22

35601827

intron

T/C

3/3

23/25

74/72

3/3

24/23

73/74

3/3

22/29

76/68

rs6572

*

Chr22

35951390

UTR 3

C/G

19/22

50/49

31/29

19/22

51/51

30/27

19/22

49/44

33/35

rs8137698

*

Chr22

35954181

intron

C/T

2/2

24/23

74/75

2/2

25/24

73/74

3/3

21/20

76/78

rs2284037

Chr22

35956047

intron

G/A

13/12

47/48

40/40

14/11

47/50

39/39

11/14

46/42

44/44

rs8135343

Chr22

35957790

intron

A/G

12/11

46/45

42/44

13/11

46/46

41/43

10/12

45/43

44/45

rs2285110

Chr22

35958090

intron

G/A

9/8

42/42

49/52

9/8

42/41

49/51

8/10

43/35

50/55

rs1476002

*

Chr22

35960733

intron

T/C

2/2

23/24

76/74

2/2

23/25

75/73

1/4

22/20

77/76

rs2284038

Chr22

35965000

intron

G/A

13/10

45/45

42/44

13/10

45/47

42/44

11/12

45/42

44/46

rs2239774

Chr22

35967598

syn

C/G

2/2

22/22

76/76

2/2

23/22

75/76

2/2

19/21

78/77

rs2239775

Chr22

35967786

intron

A/C

2/2

23/25

75/73

3/2

24/25

74/73

3/1

21/25

76/74

rs2213430

Chr22

35968905

intron

T/C

23/25

51/48

27/27

21/26

52/47

27/27

26/21

48/51

26/28

rs1049255

Chr16

87237237

UTR 3

A/G

f

rs1049254

Chr16

87237328

A174V

A/G

17/18

51/47

33/35

17/18

50/45

33/37

15/17

51/51

34/32

rs3180279

Chr16

87238333

intron

C/G

24/25

51/50

24/26

24/25

53/48

23/26

25/23

48/53

26/23

rs12709102

Chr16

87239819

intron

C/T

20/20

52/50

28/30

20/20

53/50

28/30

21/19

51/52

28/29

rs4673

*

Chr16

87240736

H72Y

A/G

7/8

40/40

53/52

7/8

40/40

53/52

8/10

39/38

53/52

rs4782393

Chr16

87241001

intron

A/G

19/22

49/49

31/29

19/20

49/48

32/30

20/23

50/52

31/26

rs1804006

Chr16

87241996

A29T

A/G

mm

rs3794624

Chr16

87244574

intron

A/G

18/19

47/48

35/33

18/17

47/48

36/35

19/23

46/48

34/30

rs4422908

ChrX

37526469

intron

A/G

3/3

25/27

72/70

13/15

87/85

rs5964099

ChrX

37530670

intron

C/T

3/3

25/26

72/71

14/16

86/84

rs4827298

ChrX

37536602

intron

C/T

7/8

39/36

55/56

20/26

80/74

rs5964125

ChrX

37543394

intron

G/A

3/3

25/26

72/70

13/16

87/84

rs5964149

ChrX

37554637

intron

G/A

3/3

26/27

71/70

14/17

86/83

rs5964151

ChrX

37555672

UTR 3

G/T

3/3

25/26

72/71

13/17

87/83

NCF2

RAC2

CYBA

CYBB

3

NCF4

Position

All

Females

Genotype frequencies

2 

Case/Control (%)

Males

1Minor allele first. 2Homozygous for the minor allele, heterozygous, homozygous for the major allele. 3Genotype frequencies from females, allele frequencies from males. *Genotyped in the complete sample set. f = failed assay. mm = monomorphic. HWD = Hardy-Weinberg disequilibrium.
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